Verrumicrobia, being also present at lower levels (Eckburg et al. 2005) .
56
Among Bacteroidetes, the genus Bacteroides represents the most abundant 57 population, constituting about 20-50% of the colon microbiota (Eckburg et al. 2005) .
58
These microorganisms have a predominantly saccharolytic metabolism and are able to (Salazar et al. 2009 ). Concentrations are expressed in millimolar (mM).
112
Differences in the proteome of each strain in mono-culture with respect to co-113 culture at both T1 and T2, were assessed separately by two-dimensional difference gel 114 electrophoresis (2D-DIGE) as described previously (Rios-Covian et al. 2015) . cultures were labelled with Cy3 dye (green color) whereas the co-culture was labelled production (fold-change higher than 2 or lower than -2) were excised from gels and 134 identified as previously described (Rios-Covian et al. 2015) .
135
The relative expression of genes coding for proteins with significant changes in 136 their production on the basis of the 2D-DIGE experiments were further analyzed. RNA 137 was extracted from 10 mL of cultures taken at the end of the incubation (T2) using the values greater or lower than two-fold, three spots were found to be affected (Table 2 ).
188
One of these spots corresponded to the enzyme pyruvate kinase of B. longum which was 189 found to be over-produced at both sampling times (T1 and T2 
